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BoxCarMax: A High-Selectivity Data-Independent Acquisition Mass Spectrometry Method for the Analysis of Protein Turnover and Complex Samples 

Comparison of tyrosine kinase domain properties for the neurotrophin receptors TrkA and TrkB

Drugging the “Undruggable” MYCN Oncogenic Transcription Factor: Overcoming Previous Obstacles to Impact Childhood Cancers

Computational studies of anaplastic lymphoma kinase mutations reveal common mechanisms of oncogenic activation

FGF23 contains two distinct high-affinity binding sites enabling bivalent interactions with α-Klotho

Inherited myeloproliferative neoplasm risk affects haematopoietic stem cells
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Global and Site-Specific Effect of Phosphorylation on Protein Turnover


